(3) At column 32, delete Table IV and replace it with: 



TABLE IV 



Seven Different Versions of the 20-Amino Acid Repeat 



Consensus: 
1262: 
1376: 
1492: 
1643: 
1848: 
1953: 
2013: 



f*ve*t\p*cfsr*sslssls 
ycvedtpicfsrcsslssls 
htvqetp^lmfsrcts vssld 
fatestpdvifscssslsals 
y c v e g tpin\f statslsdlt 
tpiegtpyciysrndslssld 
faientpvcp\hnsslssls 
rhvedtpvcfxrnsslssls 



(SEQ ED NO: 147) 
(SEQ ID NO: 148) 
(SEQIDNO:149) 
(SEQIDNO:150) 
(SEQIDNO:151) 
(SEQlDNO:152) 
(SEQIDNO:153) 
(SEQIDNO:154) 



Numbers denote the first amino acid of each repeat. The consensusNequence at the top reflects a majority 
amino acid at a given position. 



(4) Delete the sequence listing originally filed with the application and replace it with the paper copy 
of the substitute sequence listing that accompanies this amendment. 



Remarks 

The Second Advisory Action mailed December 28, 2001 indicated that the sequences of 
Tables III and IV must be identified by SEQ ID NO: before the application can be allowed. 
This amendment provides sequence identifiers for each of the sequences in Tables III and IV. 

The amendment also provides a substitute seqence listing. The substitute sequence 
listing adds sequences in Tables III and IV that were not present in the sequence listing filed with 
the application. In addition, the sequence listing makes two clerical corrections to SEQ ID 
NOS:68 and 76 ("C" instead of "G" at position 24 of SEQ ID NO:68 and "C" instead of "G" at 
position 20 of SEQ ID NO:76). These sequences were corrected to conform to the sequences 



designated as SEQ ID NO:68 and SEQ ID NO:76 in Table III. 

Neither the amendments to the specification nor the substitute sequence listing adds new 



matter. 



A paper copy and a computer readable form of the sequence listing accompany this 
amendment. 1 believe the contents of the paper and computer readable forms are identical. 

Respectfully submitted, 



Date: 



2- 



Banner & Witcoff, Ltd. 

1001 G Street, N.W., Eleventh Floor 

Washington, D.C. 20001-4597 

(202)508-9100 



By 



hi . {fa 



Lisa M. Hemmendinger 
Registration No. 42,653 
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Appendix 1. Version 



of the amended paragraphs, with markings to show changes made. 



(1) Column 26, lines 28-42: 



"j^obtaiiiDNA sequence adjacent to the exons of the genes DPI, DP2.5, and SRP19, 
sequencing substrate was obtained by inverse PCR amplification of DNAs from two 
YACs 310D8 and I83H12, that span the deletions. Ligation at low concentrate 
cyclized the restriction enzyme-digested YAC DNAs. Oligonucleotides with sequencmg 
tails designed in inverse orientation at intervals along the cDNAs, primed PCR 
amplification from the cyclized template, Comparison of these DNA sequences w,«h the 
CDNA sequences placed exon boundaries a. the divergence point, SKP.9 and DP! were 
each shown to have five exon, DP2.5 consisted of 15 exons. The sequences of the 
oligonucleotides synthesized to provide PCR amplification primers for the exons of each 
of these genes are listed in Table III [SEQ ID NO:39-94]. 



(2) Columns 26-27 (all underlining etcep, that under the sequence identifiers was present in 
the original Table III): 
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(3) Column 32: 



JLEIV 



Seven Different Versions of tRis20-Amino Acid Repeat 



Consensus: F * V E * T P * C F S\R * 


*SSLSSLS 


(SEOIDNO:147) 


1262 


YC VEDTPICFSIl 


CSSLSSLS 


(SEOBDNO:148) 


1376 


HTVQETPLMFSF 


m:tsvssld 


(SEOIDNO:149> 


1492 


FATESTPDGFSC 


S^SSLSALS 


(SEOIDNO:150) 


1643 


YCVEGTPINFST 


ATySLSDLT 


(SEOIDNO:15n 


1848 


TPIEGTPYCFSR 


N DSLL S S L D 


(SEOIDNO:152) 


1953 


FAIENTPVCPSH 


N S s\ S S L S 


(SEO ID NO: 153) 


2013 


RHVEDTPVCFSRNSSLSSLS 


(SEOEDNO:154) 



Numbers denote the first amino acid of each repeat. The consensus sequence aV the top reflects a majority 
amino acid at a given position. 
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